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Bioinformatics analysis of WRKY gene family in Yulania biondii

Dai Xiaogang, Liu Jingsheng, Li Shuxian”

(The Key Laboratory of Tree Genetic Improvement and Biotechnology of Jiangsu Province, The Southern Poplar Germplasm Engineering
and Wood Processing Technology Center, College of Forestry, Nanjing Forestry University, Nanjing 210037, China)

Abstract: As a super transcription factor family, WRKY proteins were involved in regulating plant growth, development,
abiotic stress response and secondary metabolism. In this study, genome-wide WRKY transcription factors were identified
from a medical tree of Yulania biondii, and their physico-chemical properties, subcellular localization, phylogenetic evolu-
tion, conserved domain, cis-acting elements, gene expression pattern in different tissues were analyzed by bioinformatics.
Fifty-six WRKY genes identified in Y. biondii genome were classified into 3 main groups ( Group I—1II') , with 5 subgroups
(Tla—TIe) in group IT based on the evolution analysis result. The proteins varied ranging from 12 215. 15 Da to 191 326. 88
Da and theoretical pl varying from 4. 9—10. 06. Subcellular localization results showed that 55 genes were localized in nu-
cleus, with one localized in extracellular space, another in cytoplasm simultaneously. Cis-acting element analysis showed
that Y. biondit WRKY genes were not only found in being involved in abiotic stress response, but also regulating the synthe-
sis of secondary metabolites. Gene expression pattern were analyzed with the RNA-seq data from root, leaf and flower, with
the specific expression genes identified in different tissues. The bioinformatics analysis will provide the basis for further
functional study of WRKY gene family in Y. biondii.
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