H 484 5 M PANNE N N A S Vol.48  No.5
20214F10H Journal of Jiangsu Foresiry Science & Technology Oct. 2 021

EHE . 1001—7380( 2021 ) 05—0001—12

et AP2/ERF BRI KRG ERAEEMRIZSIT
S, 2 AR

(R R IR B , B 7 T RREOR B by VLR BRI TG0 B 5 R R B S0, V098 A At 210037)

B ZE . APETALA2/ ethylene-responsive factor ( AP2/ERF) % 5 R FE VA Y A0 A= KRR B A2 4 i FnaE A= i
WA E BREEM MO, ESOS M N AL T AP2/ERF SR BEAT AR, 40T T %38 R R B AR <7 25
Fadsl PRI Z548 A 3l T XA E F T kR e ok B i 0 A SO T 2 T TRk, adRE
W BN P IL A 208 1 AP2/ERF 2K, IRIER G R BRI/ B4R X B EL K 7] 53 AP2, RAV, ERF Al
Soloist 4 ™72 ; B K 45H 43 M B, AP2 1 Soloist e & T2 Wi 24 ERF FUIIA RAV R AT &+ ;%7
Bl X AE O30T, & B FEMN AP2/ERF S35 3 R 30 X3 & 5 i 17 I A= 9 3 A AR 56 28 5 3o 3 A
YR LA AR AT R R EEND AP2/ERF 3 TE AR TR G (iR 1 A3 A AR 384), Horpr 42 AL B9 ik 5 #3154
B, FUHEMZAEFARA T 50 FOxS RREE 5 B 5 SR ALF B AT T 28 S 2881, KL T 5 4~ AP2/ERF %A
T RHA T B DHERE, TR NRAGRMIN AP2/ERF SR FIGEDIReie it THE S %

KRR M ;AP2/ ERF SERI G015 ; 7 F b4k s T SR had s LR 3R56

FES3ES.0756;9792. 12 XEARER A doi:10.3969/).issn.1001-7380.2021.05.001

Genome-wide identification and characterization of
the AP2/ERF gene family in willow
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Abstract ;: APETALA2/ ethylene-responsive factor (AP2/ERF) transcription factors perform a crucial role in various biolog-
ical processes, such as regulating plant growth and development, responding to abiotic and biotic stresses. In this study, we
identified AP2/ERF superfamily genes in Salix suchowensis, and analyzed their conserved motif, gene structure, cis-regula-
tory elements in the promoter, chromosome distribution and expression patterns under drought stress. A total of 208 AP2/
ERF genes were identified in S. suchowensis genome. The identified AP2/ERF genes were classified into 4 major clades in-
cluding AP2, ERF, RAV and Soloist based on the phylogenetic trees. Gene structural analysis showed that the genes in
AP2 and Soloist clades had more introns than those in ERF and RAV clades. Cis-regulatory elements which are related to
abiotic stresses were identified and enriched in the promotor of the SsAP2/ERF genes. Plotting their distribution showed that
the SsAP2/ERFs unevenly scattered on the 19 chromosomes of S. suchowensis, with 42 (20. 2% ) SsAP2/ERF genes related
to tandem duplication. The transcriptome reads derived from S. viminalis progeny with drought treatment were mapped on to
the genome of S. suchowensis and five AP2/ERF genes were identified which were up-regulated in drought stress compared
with control treatment. The above results will provide a valuable clue for further exploring the functional of willow AP2/ERF
genes.
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