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Morphological identification of Eimeria sp. parasitizing Genus Crossoptilon and
discussion on co-evolution between coccidia and their hosts
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Abstract ; Crossoptilon auritum and C. mantchuricum in a zoo of Nanjing were used as experimental animals. Micrography
and pictures of coccidial species were adopted to figure out which species parasitizing Crossoptilon. The experiment results
showed that the Eimeria species isolated from Crossoptilon were in accordance with species in Gallus, different from the spe-
cies from Meleagris. To be specific, Eimeria brunetti and E. acervulina were respectively isolated from C. auritum and C.
mantchuricum. The host specific of Eimeria species from Family Phasianidae was in keeping with the evolutionary relation-
ships among Crossoptilon, Gallus and Meleagris, which maight be caused by co-evolution between the Eimeria species and
their hosts. So the zoos need preventing and controlling the occurrence of cross infection of coccidia between Crossoptilon
and Gallus in future.
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