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Molecular cloning and expression analysis of MIPS gene
from Salix under salt stress
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Abstract ;: Myo-inositol phosphate synthase ( MIPS) is the key enzyme of myo-inositol synthesis, using glucose-6-phosphate
as the initial precursor. MIPS producing myo-inositol plays a pivotal role in protection mechanisms in salt-tolerant plant spe-
cies. In this research, a MIPS gene was cloned from salt-treated leaves of Salix Jiangsuensis 2345 and named SjMIPS.
SIMIPS contained a 1 533 bp of the largest open reading frame, encoding 511 amino acids. Protein alignment showed
SJMIPS contained four complete conserved domains, Domain 1( GWGGNNG) ,Domain 2( LWTANTERY ) , Domain 3 (NG-
SPONTFVPG) and Domain 4( SYNHLGNNDG ). Phylogenetic analysis showed that SMIPS was closer to MYBs from Popu-
lus trichocarpa. Real-time PCR analysis showed SjMIPS was in response to salt stress after treated with 171mM NaCl for 24,
48 h, indicating that SMIPS was responsive to salt. It was concluded that SjMIPS was a salt responsive gene and its expres-
sion product might function as compatible solute for protection against salt stress in Salix.
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